17.08.2020

b

u

b
UNIVERSITAT
BERN

The LCORL locus is under selection in W ——
large-sized Pakistani goat breeds vetsuisse-fakultat

Tosso Leeb, Institute of Genetics

Genetics of depigmentation phenotypes (SNSF 31003A 172964 /1)

01.04.2017 - 31.03.2021

Jan Henkel Rashid Saif




17.08.2020

1 - Bezoar goat 2 - African Dwarf goat 3 - Boer goat 4 - Appenzeller goat 5 - Saanen goat

SOET AR : Y : ¢ &

4 2 -
7 - Peacock goat 9 - Capra Grigia 10 - St. Gallen Booted goat

11 - Toggenburger goat 12 - Chamois colored goat 13 - Valais Blacknecked goat

\’\‘

of <
B aS

14 - Markhor

¥y , ' % & -

19- Dera Din Panah 21 - Pahari 22 - Pak grxa § 23 - Nachi

Vol 464/25 March 2010| dok10.1038/ nature08832 nature Nature 464:587-591 (2010)

LETTERS

. .
Whole-genome resequencing reveals loci under
selection during chicken domestication

Carl-Johan Rubin'*, Michael C. Zody'**, Jonas Eriksson', Jennifer R. S. Meadows', Ellen Sherwood’,
Matthew T. Webster', Lin Jiang', Max Ingman*, Ted Sharpe’, Sojeong Ka®, Finn Hallbook®, Francois Besnier®,

Orjan Carlborg®, Bertrand Bed'hom’, Michéle Tixier-Boichard’, Per Jensen®, Paul Siegel®, Kerstin Lindblad-Toh'~
& Leif Andersson'*

Red jungle fowl .
—_— Red jungle fowl

“ Broiler CB-1

f Broiler CB-2

. ) . = Broilers > d
Methodology for the detection of selection signatures 0005 — )
] . \J" High growth line
* regions of reduced heterozygosity ey 5 "
& ow growth line
« whole genome sequence data from pools of animals (pool-seq) ' B
~AD 1900°
Layers *S, Obese strain

White Leghorm WL-A

4
1970"
k White Leghorm WL-B




17.08.2020

12
8

ry
2 @ N

P

L YL LLLITTHL

4 it = 4
bbb

LCORL

NCAPG

WARS2, DCAF16
FAM184B BAR ,,

i

LCORL

LGORL

NCAPG NCAPG
DCAF16 Jazey DCAF18
WARS2 FAM1848 ADAMTS6 FAM1848 ADAMTS6
BEE DDP
YY WYYY YW r v w

vewvew vy 1 v ow
.8
AT .

LCORL
JAZFT NCAPG
WARSZ2 DCAF16 ADAMTS6

S0CS2 FAM184B GALNS FLNB
v // "mv..\ [

RUNX2

KAM 1,

|

AR

ANG

"ERE h“nimm
LCORL
NCAPG
DCAF16
FAM184B

WARS2 ADAMTS6

NAC

p* ﬁ i Hhhi‘mi

TED

8 Pakistani goat breeds
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Table 4. Genotype phenotype association of selected SNVs in the LCORL gene.

short isoform

Alternative Alternative
Position cDNA Variant Protein Variant Ailrlle[l;eirg;l lwlveilt‘ll'cly iiléileegzeg?:htcz t »-Value
XM_018049322.1  XP_017904811.1 . . F

the Selection the Selection

Signature ? Signature ©
37,925,990 ¢.3480C>T p-= 0.05 0.26 3.0 x 10794
37,926,110 c3360G>A p= 0.93 0.35 21x10718
37,926,957 c.2513A>G p-His838Arg 1.00 1.00 NA
37,927,785 c.1685A>G p.Asn562Ser 0.01 0.26 1.8 x 10797
37,928,172 c.1298A>G p-Tyrd33Cys 0.96 0.53 3.9 x 10710
37,928,645 c.828_829insA p.Ser2771lefs*38 0.95 0.35 8.0 x 10715 -
37,932,028  c777-4235T>C  ntronie/3-UTR of 0.01 0.09 1.0 x 10792
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749 selection signatures in 8 Pakistani goat breeds

LCORL selection signature in 3 large and 2 medium-sized breeds
candidate causative variant identified (XM_018049322.1:¢.828_829insA)

mutant allele increases size
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