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Current projects

 Pig – protein efficiency
(low coverage sequencing data)

Cattle – RegioBeef
(low coverage sequencing data)

Honey bee – Varroa resistance
(pool sequencing data)

Horse – Shape and Gaits 2.0
(high-density SNP chip data)
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Pigs – protein efficiency

Phenotyping

80% protein
content, soy free
~100 kg live 
weight

Genotyping
~ 1000 pigs (300 from

previous
experiments)

HD genotyped and low-pass (1X) 
sequenced
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Pigs – preliminary results

h2= 0.39 
(0.22, 0.58
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Cattle – genomic analyses

RegioBeef – Efficiency of beef production in different 
production systems and cross breeds

- Braunvieh x Angus        ( 95 cattle)
- Braunvieh x Limousin (125 cattle)
- Braunvieh x Simmental (95 cattle)

 First sequencing batch (Neogen – skim-sequencing)

- Number of samples: 283 F1 crosses
- Number of sites: 59 204 179
- Number of biallelic SNPs: 21 345 015

 Futher sequencing of sires (32), dams (245) and remaining
F1 crosses (~30)
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Cattle – next steps

Concordance between array genotypes and sequencing
(i.e., test for acccuracy of skim-sequencing genotypes)

 Test for Mendelian error rates with trio data
(i.e., as approximation for sequencing/imputation errors)

Genomic analyses of F1 crosses
- Genetic compatibility/complementarity of different

combinations of breeds
- Identification of allele-specific expression in muscle, liver

and adipose tissue (i.e., regulatory genetic changes)
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Honey bee – Varroa resistance
Using pools of workers for whole genome sequencing
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Honey bee – published results
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Horse – Shape and Gaits 2.0

 Study to improve the assessment of conformation and gait
traits in the Franches-Montagnes (FM) horse breed

 Three steps

Step 1: 
photographs and 
hair samples
(genotyping)

Step 2: 
equipping the horse, 
measure limb length

Step 3: 
Walk and trot horse
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Horse – current database

 620 FM 
 487 stallions (1940 – 2018)
 70 mares (2004 – 2018)
 63 geldings (2009 – 2018)

 234 FM
 178 3 year-olds
 56 older stallions

 1618 FM
 1077 50K SNP
 30 sequences
 511 670K SNP
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Thank you for your attention

Markus Neuditschko
Markus.Neuditschko@agroscope.admin.ch

Agroscope good food, healthy environment
www.agroscope.admin.ch
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