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examples of current projects



WGS dataSNP data

DNA focused research
rare (visible/hidden) disorders – heritable (morphological/color) traits

phenotypes



Increasing knowledge
as far as we reach the goal it will be visible here

2021



www.vincentjmusi.com



Sheep genetics
Weak point: lack of SNP genotypes in Switzerland

2017
Open question: importance of breeding for footrot eradication



Sheep genetics
Weak point: lack of SNP genotypes in Switzerland

Still unsolved: Entropion in WAS/BFS
2013 2020





Goat genetics
PhD project of Jan Henkel (supervision Tosso Leeb) is completed

2019

2021



Goat genetics
Improved understanding of horn development

2020 2021



Goat genetics
A start is made: 50k SNP genotyping of Swiss goats since 2020/2021

"Bestimmung Allelfrequenzen für kausale 
Varianten der Zusammensetzung der Milch 
in Schweizerischen Ziegenrassen"

BLW Finanzierung 2020-2021

collaboration with Christine Flury, HAFL

"Nutzung von SNP-Daten für die 
züchterische Weiterentwicklung der drei 
Schweizer Hauptziegenrassen"

BLW Finanzierungszusage 2022



www.vincentjmusi.com



Cattle genetics
A reverse genetic screen (PhD project Irene Häfliger)

• mining of massive SNP genotyping data of 4 Swiss dairy cattle populations

à Successful identification of candidate causal variants linked to homozygous deficient haplotypes

in collaboration with Mirjam Spengeler & Franz Seefried



Cattle genetics
Female fertility in dairy cattle (PhD project Sarah Widmer)

2021

in close collaboration with Peter von Rohr & Franz Seefried



Cattle genetics
Brachygnathia inferior in Brown Swiss: A major risk locus on chr 5

led by Christine Flury, HAFL

in collaboration with Franz Seefried



Cattle genetics
New insights into the genetics of coat color using local breeds

in collaboration with Heidi Signer-Hasler & Christine Flury, HAFL



Cattle genetics
Surprising allelic heterogeneity in local breeds (Diss. Miriam Hauser)

in collaboration with Heidi Signer-Hasler & Christine Flury, HAFL



Cattle genetics
comprehensive SNP-based evaluation of diversity

"Analyse der genetischen Vielfalt und der 
Allelfrequenzen kausaler Varianten in der 
Evolèner Rasse und Vergleich mit anderen 
Rinderrassen aus dem Alpenbogen"

BLW Finanzierung 2021

led by Heidi Signer-Hasler & Christine Flury, HAFL



Cattle genetics
A successful change has taken place: SWISScow chip since 2020

"Züchterische Förderung und Erhaltung der genetischen 
Variabilität und der Gesundheit des Rätischen Grauviehs"

BLW Finanzierungszusage 2022-2025

u.a. 1140 SNP-Genotypisierungen

Partner in a collaboration of



www.vincentjmusi.com



Partner in a collaboration of

Swine genetics
Reducing losses of pigs due to Haemorrhagic Intestinal Syndrome (HIS)



www.vincentjmusi.com



Chicken genetics
Genetic monitoring of local breeds

"Nachhaltige Absicherung der Zucht der drei 
Schweizer Hühnerrassen durch Erhaltungs- und 
Leistungsmonitoring unter Praxisbedingungen"

BLW Finanzierung 2021-2023

Partner in a collaboration of



Chicken genetics
What is the hereditary cause of crossed beaks in Appenzeller Barthuhn?

Partner in a collaboration of

2018





Camelid genetics
New species become popular (and also have their problems…)

2020

In collaboration with
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Thanks for listening


